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c _ |_ fc ^ 0y H5^^^»% the STIC Sys §3 Br*Hc¥ 
Sertaf Niimber: CJ7^/ S3 9- } Q Q 2. "'-''Li. f 

~ 1 Changed a file from non-ASCII to ASCII ' £ j\J "jpg jc^jg qS''.^^^ 

Changed the margins In cases where the sequence text was trapped' dovynto the next line.^ ^ 



□ 

D 
D 

a 
a 
a 
a 



Edited a format erro r in the Current Application Data section, spe'aficaily:' 

Added Ihe mandator, heading and subheadings lor "Corren, Application Dala-. 

Wed the -Number 0( fences- (M ^ app ,^, spe „ 8d a numbef ^ ^ ^ ^ ^ 

Changed the.spelling „, a mandator, feld (ft, headings orsubheadings). specif 




£^at^ 
Inserted colons after headings/subheadings. Headings edited included: 



□ Deleted extra, invalid, headings used by an applicant, specifically: 



a 

a 
a 

□ 

D 

□ 
□ 



Inserted mandatory headings, specifically: 

Corrected an obvious error in the response, specifically: 



Edited identifiers where upper case is used but lower case is required, or vice versa. 
Corrected an error in the Number of Sequences field, specifically: 



A *and Page Break' code was inserted by the applicant. A„ occurrences had ,o be dele.ed. 

22?; and adius,ed - ™ ™» 

Other: s~> / , ~ ! : 



*Examfner: 



s-sr a,ed ,o ihe app " cani *° «- "as 
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OIPE 



c--> 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 4,002 ^l^T 
■ti'Put Set : A:\Cpg.pto 

Output set: N:\CRF3\Oll02001\I734002.xaw 

SEQUENCE LISTING 
(1) GENERAL INFORMATION: 

(f) APPLICANT: Motohartf SKTKT et a] 

Ui-j SVSS.r PR0TEIN MD ™— ANTIBODY SP ECI , [C THERETO 
(XV) CORRESPONDENCE ADDRESS • 

" lei crn D \ a ^^ »■"■• ^teeoo 

( J ->) STATE: D.C. 
^ (E) COUNTRY: U.S. A 

H CF) ZIP: 20006 

^ < V > COMPUTER READABLE FORM • 

21 (A) MEDIWM TYPE: Diskette, 3 5 inch 1 aa ™k 

- 1 W COMPUTER: IBM Compatible 

(C) OPERATING SYSTEM: MS-DOS 



.11 



:--> 3i 
:--> 32 

3 3 
3 5 



< D > SOFTWARE : WordPerfect 5 1 
U (VI) CURRENT APPLICATION DATA ' " 



(A) APPLICATION NUMBER : US/09/734 002 

(B) FILING DATE: 12-Dec-2000 

(C) CLASSIFICATION- 
> (Vli > PRl0R APPLICATION DATA ■ 

s in , ... (B) F ILING DATE: July 12, 1996 

39 (V1U) ATTORNEY/AGENT INFORMATION : 



41 



(A) NAME: Lee Chenq 



42 " (B) KKGISTRATION NUMBER: 40,949 

4d ,. R EPERENCE/DOCKET NUMBER ■ 

' * (J-X) TELECOMMUNICATION INFORMATION- 

(A) TELEPHONE: 202-721-8200 
4 7 (B) TELEFAX": 202-721-8250 

4/ (<"-) TELEX: 

49 (2) INFORMATION FOR SEQ ID NO- ] • 
^ (-1) SEQUENCE CHARACTERISTICS • 

^ (A) LENGTH : 2 J I 6 

" < B > TYPE: Nucleic acid 

< c > STRANDEDNESS : Double 
< D > TOPOLOGY : Linear 
J/ (11) MOLECULE TYPE: CDNA 

59 (Vi) ORIGINAL SOURCE: 

60 (A) ORGANISM: Human 

' " —CC^f ~ ™ ?f 0_XO - l: 

- — AAACGAAGGG ATCCATTGAA » 



66 



" ATC TOA CTC ACA TTC AGC ACT GGA AG A CGG TTC GAT TTC GTG CAT CAT 



1 1 5 

Met 

.63 
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71 


He 


Leu 


Leu 


Thr 


Phe 


Ser 


Thr 


Gly 


Arq 


Arq 


Leu 


Asp 


Phe 


Veil 


His 


U is 




72 








5 










10 










15 








74 


TCG 


GGG 


GTG 


TTT 


TTC 


TTG 


CAA 


ACC 


TTG 


CTT 


TGG 


ATT 


T'J'A 


TGT 


GCT 


ACA 


211 


75 


ser 


Gly 


Val 


Phe 


Phe 


Ltiu 


Gin 


Thr 


Leu 


Leu 


Trp 


lie 


Leu 


Cys 


Ala 


Thr 




76 






2 0 










25 










30 










78 


GTC 


TGC 


CGA 


ACC 


GAG 


CAG 


TAT 


TTC 


AAT 


GTG 


GAG 


GTT 


TGG 


TTA 


CAA 


AAG 


259 


79 


Veil 


Cys 


Gl y 


Thr 


Glu 


Gin 


Tyr 


Phe 


ASJJ 


Val 


Glu 


Veil 


Trp 


Leu 


Gin 


hys 




SO 




35 










4 0 










4 5 












82 


TAG 


GGC 


TAC 


CTT 


CCA 


CCG 


ACT 


GAC 


CCC 


AG A 


ATG 


TCA 


GTG 


CTG 


CGC 


TCT 


307 


83 


Tyr 


Gly 


Tyr 


Leu 


Pro 


Pro 


Thr 


Asp 


Pro 


Arq 


Met 


Ser 


Val 


Leu 


Arq 


Ser 




84 


50 










55 










60 










65 




86 


GCA 


GAG 


ACC 


ATG 


CAG 


TCT 


GCC 


CTA 


GCT 


GCC 


ATG 


CAG 


CAG 


TTC 


TAT 


GGC 


355 


37 


Ala 


Glu 


Thr 


Met 


Gl n 


Ser 


Ala 


Leu 


Ala 


Ala 


Met 


Gin 


Gin 


Plie 


Tyr 


Gly 




88 










70 










75 










80 






90 


ATT 


AAC 


ATG 


AC A 


GGA 


AAA 


GTG 


GAC 


AG A 


AAC 


ACA 


ATT 


GAC 


TGG 


ATG 


AAG 


403 


91 


lie 


Asn 


Met 


Thr 


Giy 


LVS 


Val 


Asp 


Arq 


Asn 


Thr 


lie 


Asp 


Trp 


Met 


Lys 




92 








85 










90 










95 








94 


AAG 


COG 


CGA 


TGC 


GGT 


GTA 


CCT 


GAC 


CAG 


ACA 


ACA 


GGT 


AGC 


TCC 


AAA 


TTT 


451 


95 


Ly s 


Pro 


Art] 


Cy s 


Giy 


Va 1 


Pro 


Asp 


Gin 


Thr 


Arq 


Gly 


Ser 


Ser 


Lys 


Phe 




96* 






10 0 










105 










110 










9 8 


CAT 


ATT 


CGT 


CGA 


AAG 


CGA 


TAT 


GCA 


TTG 


ACA 


GGA 


CAG 


AAA 


TGG 


CAG 


CAC 


4 99 


99 


His 


lie 


A r q 


Arq 


Lys 


Arq 


Tvr 


Aia 


Leu 


Thr 


Giy 


G in 


Lys 


Trp 


Gin 


H is 




1 0 0 




1 1 5 
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125 












102 
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ATC 


ACT 


TAC 


AGT 


ATA 


AAG 


AAC 


GTA 


ACT 
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AAA 


GTA 
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GAC 


54 7 


10 3 


Lv s 


Hi s 


lie 


Thr 


Tyr 


Se:r 


lie 


Ly s 


As n 


Val 


Thr 


Pro 


Lys 


Val 


Gly 


Asp 




J 04 


130 










.13 5 










.1 4 0 










14 5 




1 06 


CCT 


GAG 


ACT 


CGT 


AAA 


GCT 


ATT 


CGC 


CGT 


GCC 


TTT 


GAT 


GTG 


TGG 


CAG 


AAT 


59 5 


"107 


Pro 


Glu 


Thr 


At 9 


Lv s 
ii j ^> 


AlQ 


Tie 


Arq 


Arq 


Ala 


Phe 


Asp 


Val 


Trp 


Gin 


Asn 




1 0 8 










150 










155 










160 






.110 


GTA 


ACT 


CCT 


CTG 


ACA 


TTT 


GAA 


GAA 


GTT 


CCC 


TAC 


AGT 


GAA 


TTA 


GAA 


AAT 


6 4 3 


1. 1.1 


Va J. 


Thr 


Pro 


Leu 


Thr 


Phe 


Glu 


G.I.U 


Val 


Pro 


Tvr 


ser 


Glu 


Leu 


Glu 


Asn 




1.12 








16 5 










17 0 










17 5 








114 


GGC 


AAA 


CGT 


GAT 


GTG 


GAT 


ATA 


ACC 


ATT 


ATT 


TTT 


GCA 


TCT 


GGT 


TTC 


GAT 


691 


115 


Giy 


Lys 


Arg 


Asp 


val 


ASp 


lie 


Thr 


lie 


lie 


Phe 


Ala 


Ser 


Gly 


Phe 


H is 




1 16 






18 0 










185 
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118 


GGG 


GAC 
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GAT 


CGA 
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GGA 


GGA 


TTT 
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CAT 


GCC 


739 


119 


Gly 


Asp 


Ser 


Ser 


Pro 


Phe 


ASp 


Gly 


Glu 


Gly 


Gly 
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Ala 


His 


Ala 




.120 




195 










20 0 










205 












1 22 
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CCT 
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GGA 


ATT 


GGA 


GGA 


GAT 
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CAT 
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GAT 


78 7 


123 


Ty r 
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Gly 


Pro 


G.iy 


I le 


Gly 


Gly 


Asp 


Thr 


His 


Phe 


ASp 


Ser 


Asp 




12 4 


210 










215 










220 










225 
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GAG 


CCA 


TGG 


AC A 


CTA 


GGA 


AAT 


CCT 


AAT 


CAT 


GAT 


GGA 


AAT 


GAC 


TTA 


TTT 


8 35 


127 


Glu 


Pro 


Trp 


Thr 


Leu 


Gly 


Asn 


Pro 


AS U 


Ills 


Asp 


Giy 


Asa 


Asp 


Leu 


Phe 




1.28 










230 










23 5 










24 0 






130 


CTT 


GTA 


GCA 


GTC 


CAT 


CAA 


CTG 


GGA 


CAT 


GCT 


CTG 


GGA 


TTG 


GAG 


CAT 


TCC 


883 


.13 1 


Leu 


Veil 


Ala 


Val 


His 


Glu 


Leu 


Giy 


His 


Ala 


Leu 


Gly 


Leu 


Glu 


His 


Ser 




.13 2 








24 5 
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255 








1 34 


A AT 


GAC 


CCC 


ACT 


GCC 


ATC 


ATG 


GCT 
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TTT 


TAC 


CAG 


TAC 


ATG 


GAA 


ACA 


931 


13 5 


Asn 


ASp 


Pro 


Thr 
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Th r 





tile://C:\CRF3\OutholcT\Vsrl734002.htm 



1/10/01 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: 01/10/2001 

PATENT APPLICATION: US/09/7 34,002 TIME: 12:26:20 



input; Set : A:\cpg.pto 

Output Set: N:\CRF3\01102001\I734002.raw 



.136 






260 










265 










270 
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GAC 
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ATA 


979 


139 


Asp 
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Leu 


Pro 
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Asp 


Asp 


Leu 


Gin 


G 1 y 


He 


Gl n 


Lys 


He 




.14 0 




275 










2K0 










285 












142 


TAT 


GGT 
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CCT 


GAC 


A AG 


ATT 


CCT 
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CCT 


ACA 


AG A 


CCT 


CTA 


CCC, 


ACA 


1027 


143 


Tyr 


Gly 


Pro 


Pro 
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Lys' 


He 


Pro 


Pro 


Pro 


Thr 
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Pro 


Leu 


Pro 


Thr 




14 4 


290 
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3 00 
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GAC 
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.14 7 
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Pro 


Pro 
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Pro 


Pro 


Ala 


Asp 


Pro 
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Asp 




14 9 










310 










315 
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CCT 


CCT 


CGG 


CCT 
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TCC 


TAT 


CCC 


GGA 


112 3 
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Arq 
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Pro 


Pro 


Arg 


Pro 


Pro 


Th r 
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Arg 


Pro 


Ser 


Tyr 


Pro 


G.ly 
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33 0 










335 
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GCC 
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ATC 


TOT 


GAT 


CGG 
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AAC 
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CTT 


1171 
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Ala 
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Gly 


Asn 
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Leu 


Ala 
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Leu 
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34 0 










34 5 










350 
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CCT 


CGT 


GAG 


ATG 


TTT 


GTT 


TTC 


AAG 
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TGG 


TTT 
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CGA 


GTG 


AGA 


1219 
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Arg 


Arg 


Glu 


Met 
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Val 


Phe 
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Asp 
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Trp 


Phe 


Trp 


Arg 


val 


Arg 




160 




355 










360 










36 5 
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AAC 


AAC 


AGG 


GTG 


ATG 


GAT 


GGA 


TAC 


CCA 


ATG 


CAA 


ATT 


ACT 


TAC 


TTC 


TGG 


1267 


16 3 


Asn 


Asn 


Arg 


Val 


Met 


Asp 


Gly 


Tyr 


Pro 


Met 


Gin 


He 


Thr 


Tyr 


Phe 


Trp 




164 


3 70 










375 










380 










385 
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CGG 


GGC 


TTG 


CCT 


CCT 


ACT 


ATC 


CAT 


GCA 


GTT 


TAT 


GAA 


AAT 


AGG 


GAC 


GGG 


1315 


16 7 


Arg 


Gly 


Leu 


Pro 


Pro 


Ser 


He 


ASp 


Ala 


Val 


Tyr 


Glu 


Asn 


Ser 


Asp 


Gly 




168 










390 










39 5 










4 00 






170 


A AT 


TTT 


GTG 


TTC 


TTT 


AAA 


GGT 


AAC 


AAA 


TAT 


TGG 
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TTC 


AAG 


GAT 


ACA 


.1363 
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Trp 


Val 


Phe 


Ly s 


Asp 


Thr 
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4 05 
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415 
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CTT 
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GGT 
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CTT 
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ACT 


GGA 


141.1 
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Gl71 
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Asp 
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Thr 


Leu 


Gly 


Ser 


Gly 




.17 6 






4.20 
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4 30 
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ATT 
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TGG 
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GTC 


GGG 


1459 
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Trp 


Trp 


Glu 
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Gly 




1 8 0 




4 35 
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A AG 


GGA 


GAC 


AG A 


TAT 


TGG 
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Trp 
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Glu 


Glu 




184 


4 50 










4 55 










4 60 
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Val 


Trp 


Lys 




.188 










170 










475 










4 80 
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TCr- 


CCT 


CAG 
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GCA 


TTT 


GTA 
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AAA 


GAA 


AAT 


GGC 


1603 
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Gly 


I" J.e 


Pro 


Giu 


Ser 


Pro 


Gin 


Gly 


Ala 


Phe 


Val 


His 


Lys 


Glu 


Asn 


Gly 




19 2 








4 05 
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495 
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TTT 


ACG 


TAT 


TTC 


TAC 


AAA 


GGA 


AAG 


GAG 


TAT 


TGG 


AAA 


TTC 


AAC 


AAC 


CAG 


1651 


19 5 


Phe 


Thr 


Ty r 


Phe 


Tyr 


Lys 


Gly 


Lys 


Glu 


Tyr 


Trp 


Lys 


Phe 


Asn 


Asn 


Gin 




19 6 






5 0 0 










505 










5 1.0 










198 


ATA 


CTC 


A AG 


GTA 


GAA 


CCT 


GGA 


CAT 
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AG A 


TCC 


ATC 


CTC 


AAG 


GAT 


TTT 


1699 


19 9 


I ] e 




Lys 


Val 
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DATE: OX/1 0/2001 
TIME: 12:26:20 



III *™ ™ C ™ T GAT CGA f "CA ACA GAG ACA GTT AAA 
2H 530 " ASP ClY I™ Thc *** *** Val lys 

206 CCA CAT GAT GTA GAC ATP GTC ATC AAA GTG GAG 

207 Pro Asp Asp val Asp lie Vol He Lys Leu aIp 

23 0 GTG AAA GCC ATA GOT ATT GTC ATT CCC TGC ATC 
: 1 Val Lys Ala He Ala He Val He Pro Cys He 
* 565 570 

214 CTT GTA TTG GTT TAG ACT GTG TTC CAG TTC AAG 
; 15 Leu val Leu Val Tyr Thr Val Phe Gin Phe Lvs 
2,6 580 585 

Ara T C ™ ^ AAA CGC ^ ^G CAA 

;H I te Leu Cys Lys Arg ser Met Gin 

DjJ 6oo 

*«l GTTTTTTCTT CTTTCTTTCT T TTG CAG GAG TTTGTGGTAA 
223 CTGTTATGCT GTTTCCTAGC TAGGAGCAGG CTTGTGGGAG 
225 TCAAACCAGA GGGTTGCTGG TCCTGCACAT GAGTCGAAAT 
i 2 J <*> INFORMATION FOR SEQ TD NO 



GAA GGA CAC AGC CCA 
Glu Gly His Ser Pro 
54 5 

AAC ACA GCC AGC ACT 
Asn Thr Ala Ser Thr 
5G0 

TTG GCC TTA TGC CTC 
Leu Ala Leu Cys Leu 
575 

AGG AAA GGA ACA CCC 
Arg Lys Gly Thr Pro 
590 

GAG TGG GTG TGATGTAGG 
Glu Trp Val 
605 

C TTG AG A TTC AAG AC A AG AG 
CCTGATTCGG GGCTGACCTT 
ACACTCATGG GGAA 



231 
232 
233 
234 
2 35 
237 
239 
2 40 
242 

24 4 Met 
245 1 
247 
24 8 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 607 

(B) TYPE: Amino acid 

(C) STRANDEDNESS: Single 

(D) TOPOLOGH Linear " ' ' 
(ii) MOLECULE TYPE: Protein 

(Vij ORIGINAL SOURCE: 

(A) ORGANISM: Human 
Ui) SEQUENCE DESCRIPTION: SEQ ID NO * 2- 

3iG LGU Leu T i Jr Phe *** ^ Gly Arg Arg ' L eu Asp Phe 

5 1-0 



H-is Ser Gly Val Phe Phe Leu Gin 
■ 20 

250 Thr Val Cys Gly Thr Glu Gin 
• 3 5 



Ty r 
-4.0 



Thr Leu Leu 
25 

Phe Asn Val 



■-> r - r *' u • " 

254 X Tl?r Pr ° P f? Thr A *P ^ Arg 



2 54 

2 56 Si- 



5 5 



257 65 
259 Gly 
26 0 



r Ala Glu Thr Met Gin Ser Ala Leu Ala Ala 



I If? Asn Met: 



70 



75 



Thr Gly Lys Val Asp Arg Asn 
I* 2 LVS Lys Pro Art ? c Vs Gly val Pro Asp Gin 



26 3 
26 5 Phe 



His He 
1.15 



266 

26 8 His Lvs His 
269 130 
2 71 Asp 



1 0 0 
Arg Arg Ly 



He 



Arg Tyr 
120 



Thr 

10 5 

Ala Leu Thr 



27 2 14 5 



Pro Glu Thr Arg Lys Ala 
150 



Thr Tyr Ser He Lvs Asn 
13 5 



Va 1 



He 



Arg Arg Ala 
1 5 5 



274 Asn val Thr Pro Leu Thr Phe. Glu Glu Val Pro 



Trp He Leu 
■ ' ' 30 
Glu Val Trp 
4 5 

Met Ser Val 
6 0 

Met Gin Gin 

Thr He Asp 

Arg Gly Ser 
110 

Gly Gin Lys 

125 
Thr Pro Lvs 
14 0 

Phe Asp Val 
Tyr Ser Glu 



Val ius 

Cys Ala 

Leu Gin 

Leu Arg 

Phe Tyr 
8 0 

Trp Met 

95 
Ser Lys 

Trp Gin 

Val Gly 

Trp Gin 
16 0 
Leu Glu 



174 7 



1795 



1843 



1891 



194 2 



2002 
2062 
2116 



fiie://C:\CRF3\Outhold\VsrI734002.htm 



■J/10/01 



Page 5 of 7 



RAW SEQUENCE LISTING DATJ3 : 01/10/2001 

PATENT APPLICATION: US/09/734,002 TIME: 12:26:20 

Input Set : A:\Cpg.pto 

Output Set: N:\CRF3\01102001\I734002.raw 

275 165 / 170 175 

277 Asn Cly Lys Arg Asp/Val Asp Tie Thr Tic lie Phc Ala Ser Glv phc 

27a < i-BTj ' 185 ;iy0 - 

230 His Cly Asp Ser Ser Pro Phe Asp Gly Glu Glv Gly Phe Leu Ala His 
2H1 19 5 '>nn iftr 



195 200 20_ 

283 Ala Tyr Phe Pro Gly Pro Gly He Cly Gly Asp Thr His Phe Asp Ser 

284 2.10 215 220 

286 Asp Glu Pro Trp Thr Leu Gly Asn Pro Asn His Asp Glv Asn Asp Leu 

289 Phe Leu Vai Ala Val His Glu Leu Gly His Ala Leu Gly Leu Glu His 

290 245 250 255 

292 Ser Asn Asp Pro Thr Ala He Met Ala Pro Phe Tyr Gin Tyr Met Glu 

293 260 265 270 

295 Thr Asp Asn Phe Lys Leu Pro Asn Asp Asp Leu Gin Gly Tie Gin Lvs 

296 275 280 285 

29 8 Tie Tyr Gly Pro Pro Asp Lys Tie .Pro Pro Pro Thr Arq Pro Leu Pro 
299 290 295 300 

301 Thr Val Pro Pro His Arg Ser He Pro Pro Ala Asp Pro Arg Lys Asn 

302 305 310 315 " 

304 Asp Arg Pro Lys Pro Pro Arg Pro Pro Thr Glv Arg Pro 'Ser Tvr Pro 

305 325 330 335 

307 Gly Ala Lys Pro Asn lie Cys Asp Gly Asn Phe Asn Thr Leu Ala He 

308 340 345 • 350 

310 Leu Arg Arg Glu Met Phe Val Phe Lys Asp Gin Trp Phe Trp Arg Val 
111 35r} 360 365 

313 Arg Asn Asn Arg Val Met Asp Gly Tyr Pro Met Gin He Thr Tyr Phe 

314 370 375 330 

310 Trp Arg Gly Leu Pro Pro Ser He Asp Ala Val Tyr Glu Asn Ser Asp 
317 385 390 395 ' ^ 

3.19 Giy Asn Phe Val Phe Phe Lys Gly Asn Lys Tyr Trp Val Phe Lys Asp 
320 405 410 415 

322 Thr Thr Leu Gin Pro Gly Tyr Pro His Asp Leu He Thr Leu Gly Ser 

323 420 425 4 30 

325 Gly He Pro Pro His Gly He Asp Ser Ala He Trp Trp Glu Asp Val 
32b 435 440 445 

328 Giy Lys Thr Tyr Phe Phe Lys Gly Asp Arq Tvr Trp Arg Tyr Ser Glu 

329 4 50 455 " ' 4 60 

331 Glu Met Lys Thr Met Asp Pro Glv Tyr Pro Lvs Pro He Thr Val Trp 

332 465 470 475 4H0 

334 Lys Giy lie Pro Glu Ser Pro Gin Gly Ala Phe Val His Lvs Glu Asn 

335 435 490 ' 495 
337 Gly Phe Thr Tyr Phe Tyr Lys Cly Lys Glu Tyr Trp Lys Phe Asn Asn 



3 3 8 5 0 0 



505 510 



340 (Lin He Leu Lys Val Glu Pro Gly His Pro Arg Ser He Leu Lvs Asp 

341 515 520 525 

34 3 Phe Met Gly Cys Asp Giy Pro Thr Asp Arg Val Lys Glu Glv His Ser 

344 530 535 ' 540 

346 Pro Pro Asp Asp Val Asp lie Val He Lys Leu Asp Asn Thr Ala Ser 

34 7 545 550 555 5 60 
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VERIFICATION SUMMARY PATE: 01/i 0/2001 

PATENT APPL I CATIO M: US/09/7 34,002 TIME: "12:26:21 

Input Set : Ai\Cpg.pto 

Output Set: N:\CRP3\01102001\I734002.raw 



3 M:2 

26 M 

27 M 
3.1 M 
32 M 
J 9 M 

36 H 

37 H 
62 M 
24 2 M 
J70 M 
.38 6 M 

4 01 M 
416 M 
4 32 H 
4 46 M 
447 M 
4 5.1. M 
4 62 M 
4 63 M 
467 M 
4 78 M 
4 79 M 
4B3 M 
494 M 
4 95 M 

4 99 M 

510 M 

511 M 
515 M 

5 31 M 
5 50 M 
5 52 M 



20 C 
220 C: 
220 C: 
220 C: 
2 20 C: 
220 C: 
220 C: 
220 C: 
220 C: 
220 C 
220 C 
220 C 
220 C 
220 C 
220 C 
220 c 
220 C 
220 C 
220 C 
:220 C 
:220 C 
:22 0 C 
:220 C 
: 220 C 
:22 0 C 
:220 C 
:220 C 
22 0 C 
:22 0 C 
:220 C 
:22 0 C 
:220 C 
: 341 W 



Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format. 
Keyword misspelled or invalid format, 
Keyword misspelled b r .i n v a lid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format: 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword m is s pel led or i n va 1 id f o rma t 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format 
Keyword misspelled or invalid format: 
(46) "n" or "Xaa" used, for SEQ IDS: 



1(1) G EN ERAL I N FORMAT I ON : ] 
[(A) APPLICATION NUMBER: J 

11) FILING DATE: J 
[(A) APPLICATION NUMBER:] 

B) FILING DATE: ] 
[ ( viii ) ATTORNEY /AG ENT INFORMATION : 
(A) - APPLICATION NUMIJEK : 
(») FILING DATE: 

f. (xi) SEQUENCE DESCRIPTION: SEQ ID 



NO: ] 
NO : j 
NO : J 
NO: j 
NO: ] 
NO: J 
NO 



(Xi) SEQUENCE DESCRIPTION : SEQ ID 
(xi) SEQUENCE DESCRIPTION: SEQ ID 
(Xi) SEQUENCE DESCRIPTION: SBQ ID 
(Xi) SEQUENCE DESCRIPTION: SfcQ ID 
(xi) SEQUENCE DESCRIPTION: SEQ TD 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
'(C) STRANDEDNESS : J 
(D) TOPOLOGY: ] 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : J 

(C) STRANDEDNESS : ] 

(D) TOPOLOGY:] 

( x i ) S EQU ENC E DESCRI PT ION: S EQ I D NO : ] 

(C) STRANDEDNESS : J 

( D ) TOPOLOGY: ] ■ 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 

(C) STRANDEDNESS: J 

(D) TOPOLOGY:] 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : j 

(C) STRANDEDNESS : ] 

(D) TOPOLOGY ; ] 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : J 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 



.14 
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